P1 substrate specificity of cathepsin L and B in the P1 position. Cathepsin B and cathepsin L specificity in the P1 position was determined using Ac-Ala-Arg-Leu-P1-ACC individual substrate library and presented as heat-maps. The value for the best recognized amino acid was set as 100 % (red) and other amino acids were adjusted accordingly (blue/red scale). Cathepsin L P1 substrate specificity was adopted from our previous study (Poreba et al., Chemical Science, 2018) . Here we present the differences between these enzymes, calculated for each amino acid using the formula: catB activity (%) -catL activity (%). Red bars indicate amino acids that were preferred by cathepsin B over cathepsin L (y axis; 0-100 %). Blue bars indicate amino acids that were preferred by cathepsin L over cathepsin B (y axis; -100 -0 %). Amino acids without bars (y axis = 0) were tolerated by both enzymes at the same level or were not recognized at all. The x axis shows the number of amino acids in the HyCoSuL library, and the amino acids abbreviation is shown in the right panel. 
